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嫌気性細菌 50 種、好気性細菌 50 種を幅広い系統分類群から選定し、KEGG MODULE を用
いて代謝・生理機能を定量化する Module Completion Ratio をゲノム情報から計算し、微生物











1. Arai, W., Taniguchi, T., Goto, S., Moriya, Y., Uehara, H., Takemoto, K., Ogata, H. and 
Takami, H.; MAPLE 2.3.0: An improved system for evaluating the functionomes of 
genomes and metagenomes. Biosci. Biotechnol. Biochem., 82:1515-1517 (2018). 
2. Yoshida, T., Nishimura, Y., Watai, H., Haruki, N., Morimoto, D., Kaneko, H., Honda, T., 
Yamamoto, K., Hingamp, P., Sako, Y., Goto, S. and Ogata, H.; Locality and diel cycling 
of viral production revealed by a 24 h time course cross-omics analysis in a coastal 
region of Japan. ISME J., 12:1287-1295 (2018). 
73
